This letter aims to clarify the definitions of the posterior arcuate fasciculus (pAF) and the vertical occipital fasciculus (VOF). These two tracts are of interest in many different fields, including the neuroscience of language (Catani, Jones, & ffytche, 2005) , post-mortem dissection (Vergani, Mahmood, Morris, Mitchell, & Forkel, 2014) , reading (Thiebaut de Schotten, Cohen, Amemiya, Braga, & Dehaene, 2014; Yeatman, Rauschecker, & Wandell, 2012) , neurosurgery (Bartsch, Geletneky, & Jbabdi, 2013; Martino et al., 2013) , and human vision (Takemura et al., 2015; Yeatman et al., 2014) . Despite this broad interest, there is not an agreed upon anatomical definition of these two tracts. Here, we use a computational approach to create a reproducible method that delineates these tracts.
Some authors describe the pAF and VOF as separate tracts (Catani et al., 2005; Curran, 1909; Yeatman et al., 2014) , but there are reasons why the distinction between the pAF and VOF remains unclear. First, Wernicke's original semischematic image of the VOF (Wernicke, 1881) was in unspecified non-human primate and there is only a partial correspondence between macroanatomical landmarks in human and non-human primates; for example, the fusiform gyrus is hominoid-specific and does not exist in macaque. Second, early descriptions of the VOF (Wernicke, 1881; Obersteiner, 1888; Sachs, 1892) did not clearly define the anterior extent of the tract; in some of these early schematics, fibers extend beyond modern definitions of the occipital lobe and hence, should not be labeled vertical occipital fibers. Third, given the differences in methods, species, and terminology, it is unclear that these early neuroanatomists identified the same boundaries of the VOF. In that era, data were often communicated as schematics, which were produced without reproducible data analysis methods. Of course, modern investigations of white matter tracts should build on the rich insights from more than a century of neuroanatomy, but our studies should not rest on tentative, historical studies that are not directly applicable to our modern understanding of the organization of the human brain.
To identify the pAF and VOF using reproducible methods, we acquired diffusion-weighted magnetic resonance imaging (dMRI) data in 37 healthy participants. We then used constrained spherical deconvolution (CSD) to estimate fiber orientation distribution functions from the diffusion signal in each voxel. We used probabilistic tractography to generate whole-brain connectomes of 500,000 fibers randomly seeded throughout the brain. LiFE (Pestilli, Yeatman, Rokem, Kay, & Wandell, 2014) determined fiber estimates significantly contributing to a predictive model of the diffusion signal,
